Related literature
For one of the first reports of thiosemicarbazone derivatives synthesis, see : Freund & Schander (1902) . For the report concerning the synthesis and crystal structure of 4-hydroxy-3-methoxybenzaldehyde 4-phenylthiosemicarbazone, see: Oliveira et al. (2014) .
Experimental
2.1. Crystal data 
Data collection
Nonius KappaCCD diffractometer Absorption correction: multi-scan (Blessing, 1995) T Table 1 Hydrogen-bond geometry (Å , ). Sheldrick, 2015) ; molecular graphics: DIAMOND (Brandenburg, 2010) ; software used to prepare material for publication: publCIF (Westrip, 2010) and WinGX (Farrugia, 2012 
S1. Structural commentary
Concerning our on-going research on the supramolecular chemistry of thiosemicarbazone derivatives from natural products, we report herein the synthesis and structure of the 4-hydroxy-3-methoxybenzaldehyde 4-phenylthiosemicarbazone methanol monosolvate, a thiosemicarbazone derivative from vanillin. The thiosemicarbazone group of the title compound doesn't match the ideal planarity and the maximum deviation from the mean plane of the non-H atoms concerning the thiosemicarbazone group amounts to 0.4659 (14) Å for C15 and the dihedral angle between the two aromatic rings amounts to 9.83 (8)° (Fig. 1 ). In the crystal, molecules are linked into dimers via pairs of N1-H14···S1
hydrogen bonds. The dimers are linked into a three dimensional hydrogen bonded network through the methanol molecules by the O1-H15···O3, O3-H19···O2 and O3-H19···O1 hydrogen interactions (Fig. 2) . In addition, one intermolecular N3-H13···N2 hydrogen interaction is also observed ( Table 1 ).
The crystal structure of the solvate free 4-hydroxy-3-methoxybenzaldehyde 4-phenylthiosemicarbazone is already published (Oliveira et al., 2014) and the molecules are linked by N-H···S hydrogen interactions into dimers.
Additionally, the dimers are linked by N-H···O and O-H···S hydrogen interactions building a three-dimensional hydrogen-bonded network.
In the actual structure, the presence of the methanol solvate molecules maintains the dimensionality of the network. As the outstanding feature, a bifurcated hydrogen bond is observed. The atom H19 of the hydroxy group of the methanol solvate builds a bifurcated hydrogen bond with the O1 and O2 atoms of the ortho-hydroxy-methoxy entity of the thiosemicarbazone derivative. The H19···O2 and H19···O1 distances amount to 2.26 (2) Å and 2.46 (2) Å ( Fig. 1 ). As the difference between the lengths of the two hydrogen interactions is about 0.2 Å, the bifurcation is considered symmetric.
Due to the hydrogen-bond interactions promoted by the solvate molecule, the supramolecularity of the structure modifies the arrangement molecules but the three-dimensional H-bonded network is preserved (Fig. 2 ).
S2. Synthesis and crystallization
Starting materials were commercially available and were used without further purification. The synthesis of the title compound, 4-hydroxy-3-methoxybenzaldehyde-4-methylthiosemicarbazone, was adapted from a previously procedure (Freund & Schander, 1902 and Oliveira et al., 2014) . Colourless blocks were obtained unexpectedly from a mixture containing uranyl acetate dihydrate and the title compound in methanol by the slow evaporation of the solvent.
S3. Refinement
Crystal data, data collection and structure refinement details are summarized in the Experimental part. All hydrogen atoms were localized in a difference density Fourier map. Their positions and isotropic displacement parameters were refined.
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Figure 1
The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. H atoms are drawn isotropically. The bifurcated hydrogen bonds are shown as dashed lines.
Figure 2
View of the hydrogen bonding in the structure of the title compound showing the three dimensional H-bonded network.
Hydrogen bonding is shown as dashed lines.
4-Hydroxy-3-methoxybenzaldehyde 4-methylthiosemicarbazone methanol monosolvate
Crystal data ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) −x+1, −y, −z+1; (ii) −x−1/2, y−1/2, −z+1/2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

